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● Non-covalent interactions

● Attraction

● Aromatic molecules (nucleosides)





■ Most common DNA conformation in vivo

■ 10,5 bases per turn of helix

■ Bases almost perpendicular to axis

■ Glycosidic bond: Anti

■ Wide major groove: transcription factor access.

■ Narrow minor groove



■ Occurs at low hydration

■ 11 bases per helix turn

■ Bases tilted 20º  from axis

■ Glycosidic bond: Anti

■ Major groove: Narrow & deep

■ Minor groove: Wide & shallow



■ Left-handed helix

■ Needs specific sequence & conditions

■ Narrow, long backbone in zigzag pattern

■ 12 bases per helix turn 

■ Glycosidic bond: Syn/anti

■ Only one  groove
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Canonical DNA comparison: Axial rise
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Adapted from : Hou X-M et al. Involvement of G-triplex and G-hairpin in the multi-pathway folding of human telomeric G-quadruplex. Nucleic Acids Res. 2017;45(19):11401–12.
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 Adapted: Platella et al. G-quadruplex-based aptamers against protein targets in therapy and diagnostics. Biochim. Biophys. Acta. 2017;1861(5):1429-1447.
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